An interactive, readily transportable program using a log/logit transformation for the analysis of radioimmunoassay data.
We describe a processing program for radioimmunoassay data which uses a log/logit transformation and maximum likelihood estimation to describe mathematically the standard curve, providing a chi 2 test of goodness of fit for the model. Sample values are returned with 95% fiducial probability intervals or standard errors. The program is written in C, which facilitates transportability and modularity.